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Summary 
The proposal sought to help better identify orthologous genes as well as indentify how much 
variation exists in NUE targets in wheat.  We proposed to collect RNA Seq data on the eight parents 
of a widely distributed and publically available mapping population developed at NIAB (MAGIC elite) 
to add experimental evidence to help build connections between current knowledge in model 
species and wheat. 

 

Report and outcomes 
So far we have collected all of the RNA samples and have sequenced the proposed libraries from the 
wheat different wheat lines and started to compile a list of genes which respond to N in this 
population.  This dataset will be part of a manuscript in the near future. 

We have also held a seminar by Dr. Dan Swan at NIAB on March 9th 2017 attended by researchers, 
students, and post docs from both Cambridge and NIAB.  Four Cambridge PhD students and three 
post docs (2 NIAB and 1 Cambridge) then meet personally with Dan over a relaxed lunch at NIAB. 

Attached below is the flyer for the seminar Dan presented on March 9th 2017 

 

Expenditure 
RNAseq -£4000. 

 

Follow on Plans 
We plan on presenting the outcome of this work at a scientific meeting using the follow on funds.  
We will also look into adding the data to other public repositories such as wheat-expression.com 
funded by JIC, EI, and the BBSRC.  

 

 

 

 

 



 

 

Taken from Dan’s tweet on March 9th @DrDanielSwan 



 


